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3 <110> APPLICANT: TAKASHIMA, SHOU 

4 TSUJIMOTO, MASAFUMI 

5 TSUJI, SHUICHI 

7 <120> TITLE OF INVENTION: GLYCOSYLATING ENZYME 
9 <130> FILE REFERENCE: P25687 
11 <140> CURRENT APPLICATION NUMBER: 10/501, 930A 
C--> 12 <141> CURRENT FILING DATE: 2005-03-17 

14 <150> PRIOR APPLICATION NUMBER: PCT/ JP03 /00883 

15 <151> PRIOR FILING DATE: 2003-01-30 

17 <150> PRIOR APPLICATION NUMBER: JP 2002-21159 

18 <151> PRIOR FILING DATE: 2002-01-30 

20 <150> PRIOR APPLICATION NUMBER: JP 2002-122673 

21 <151> PRIOR FILING DATE: 2002-04-24 
23 <160> NUMBER OF SEQ ID NOS : 36 

25 <170> SOFTWARE: Patentln Ver. 3.3 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 398 
2 9 <212> TYPE: PRT 

30 <213> ORGANISM: Mus sp . 
32 <400> SEQUENCE: 1 
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100 355 360 365 

102 Phe His Gin Met Pro Lys Glu Tyr Ser Gin Met Leu Gin Leu His Met 

103 370 375 380 

105 Arg Gly He Leu Lys Leu Gin Phe Ser Lys Cys Glu Thr Ala 

106 385 390 395 

109 <210> SEQ ID NO: 2 

110 <211> LENGTH: 3166 

111 <212> TYPE: DNA 

112 <213> ORGANISM: Mus sp . 

114 <220> FEATURE: 

115 <221> NAME/KEY: CDS 

116 <222> LOCATION: (77) . . (1270) 

118 <400> SEQUENCE: 2 

119 cggagcggcg agtcggtgcc gcccgggctg cgcttcgccc cggcagcttt ggcggcgagg 60 

121 acgcccgtgg ctcagg atg aga teg ggg ggc acg ctg ttc gec etc ata ggc 112 

122 Met Arg Ser Gly Gly Thr Leu Phe Ala Leu He Gly 
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13 8 Val Pro Arg Thr Arg Asn Ser Thr Tyr Leu Asp Glu Lys Thr Thr Gin 
139 65 70 75 

141 ata aca gag aaa tgc aaa gat ctg caa tat age ttg aac tct tta tct 352 

142 lie Thr Glu Lys Cys Lys Asp Leu Gin Tyr Ser Leu Asn Ser Leu Ser 

143 80 85 90 

145 aac aaa acg aga egg tac tct gag gat gac tac etc cag acc ate aca 400 

146 Asn Lys Thr Arg Arg Tyr Ser Glu Asp Asp Tyr Leu Gin Thr lie Thr 

147 95 100 105 

149 aac ata cag aga tgc cca tgg aac egg caa gca gaa gaa tat gac aat 448 

150 Asn lie Gin Arg Cys Pro Trp Asn Arg Gin Ala Glu Glu Tyr Asp Asn 

151 110 115 120 

153 ttt aga gca aaa ctg get tec tgt tgc gat gee att caa gac ttc gtg 4 96 

154 Phe Arg Ala Lys Leu Ala Ser Cys Cys Asp Ala lie Gin Asp Phe Val 

155 125 130 135 140 

157 gtt tec cag aac aac act cca gtg ggg act aac atg age tac gag gtg 544 

158 Val Ser Gin Asn Asn Thr Pro Val Gly Thr Asn Met Ser Tyr Glu Val 

159 145 150 155 

161 gaa age aag aaa cac ate ccc att cga gag aac att ttc cac atg ttt 592 

162 Glu Ser Lys Lys His lie Pro lie Arg Glu Asn lie Phe His Met Phe 

163 160 165 170 

165 cca gtg teg cag cct ttt gtg gac tat ccc tat aac cag tgt gca gtg 640 

166 Pro Val Ser Gin Pro Phe Val Asp Tyr Pro Tyr Asn Gin Cys Ala Val 

167 175 180 185 

169 gtt ggt aat ggg gga att etc aac aag tct etc tgc gga gca gaa att 688 

170 Val Gly Asn Gly Gly lie Leu Asn Lys Ser Leu Cys Gly Ala Glu lie 

171 190 195 200 

173 gat aaa tct gac ttc gtc ttc agg tgt aac etc ccc cca ate aca ggg 736 

174 Asp Lys Ser Asp Phe Val Phe Arg Cys Asn Leu Pro Pro lie Thr Gly 

175 205 210 215 220 

177 age get agt aaa gat gtt gga age aaa aca aat ctt gtg act gtc aat 784 

178 Ser Ala Ser Lys Asp Val Gly Ser Lys Thr Asn Leu Val Thr Val Asn 

179 225 230 235 

181 ccc age att ata acc ctg aag tac cag aat ttg aag gag aag aaa gca 832 

182 Pro Ser lie lie Thr Leu Lys Tyr Gin Asn Leu Lys Glu Lys Lys Ala 

183 240 245 250 

185 cag ttt ttg gag gac ate tec acc tat gga gat gca ttc etc etc ctg 880 

186 Gin Phe Leu Glu Asp lie Ser Thr Tyr Gly Asp Ala Phe Leu Leu Leu 

187 255 260 265 

189 cca gca ttt tec tat egg gee aac aca ggc ate tct ttt aaa gtc tac 928 

190 Pro Ala Phe Ser Tyr Arg Ala Asn Thr Gly lie Ser Phe Lys Val Tyr 

191 270 275 280 

193 caa aca etc aaa gag tea aaa atg agg caa aag gtt etc ttc ttc cat 976 

194 Gin Thr Leu Lys Glu Ser Lys Met Arg Gin Lys Val Leu Phe Phe His 

195 285 290 295 300 

197 ccc agg tac ctg aga cac etc get ctt ttc tgg aga act aaa ggg gtg 1024 

198 Pro Arg Tyr Leu Arg His Leu Ala Leu Phe Trp Arg Thr Lys Gly Val 

199 305 310 315 

201 act gca tac cgc ttg tec aca ggc ttg atg att gca agt gtc get gtg 1072 

202 Thr Ala Tyr Arg Leu Ser Thr Gly Leu Met lie Ala Ser Val Ala Val 
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221 acg get taacgtttct tagaaggaga ataatttcag gaggtggagt ggatgtgtca 1320 

222 Thr Ala 

224 cagcatctcc aaaaagccaa tagaagaagg cacagagaaa gcatgaatta caaaggeget 13 80 

226 ctcccacttg tctagaccaa agccacccgc ccccactcac tttgeagect ccacgagtca 1440 

228 ctcattctca ccttcaacgt tctttctctg agaatagaga ccaaaacatc agacttggat 1500 

230 aagtaaaatg agataatttt tcaaatcatc atagaatttg atttgageca gggtctctca 1560 

232 gaatgettec ttgttcctat ccatgatagc cattcccacc tttatcagag tggtaatgaa 1620 

234 actgtgcaat tgtgccaaag accctttctg aagagaatgt ctgaatcatg cgccgagttt 1680 

236 ttacacacag ctcttccttt ataaataaat ccttcccatt ctccctccta gtagagtaca 1740 

238 gaaacaaaat acccttgatg attcaggaag aaaagtcttt tttacttagc aatgtgcctg 1800 

240 cttctgattc agttcgcttg tgacattaag ctgggttggg gttttggttg gatttggggc 1860 

242 gtttcttcac ttcttttgtc tatattttcc ttacctttat cagtttgtat tcgagcttcc 1920 

244 tgctttggga ttctgeaatt ctctctccca ctgacaggat caactcaatg acataaagta 1980 

246 gttcaaacat ccattgcttc tcacatgttt tatccataaa gttactcatc tgattttatt 2040 

248 taaaatagtg aacatctact tgatatcaga cccgaggacc atcctccatt ggagaatatg 2100 

250 aagatattgt cactggcaga aaagcaggtg tgtgccatta attgataaga taccacaagc 2160 

252 ateatcatge cagttatgaa cacagtgctg aaaggatcat agacaggggt ggttaaatct 2220 

254 gatcccagta gaataaactt cagtgtacct atttcaggga agagttaatt tcacaattaa 2280 

256 aactagtaaa tgaaccaatt cttaggcaca ttaagtggat tctgagtaaa agaaagggaa 2340 

258 cagcaggaga aagctgttcg cttggttctg attacccaaa tgagcatget ggaaggaggt 2400 

260 tgtgaggcta cgctaaaacc tetgegtagg gagagagtac agtgcatgag tgtggcggct 2460 

262 tttgtccaca ctegtgaagg gtgagtaatt cagagecaat cacatcacaa ggatggacac 2520 

264 acctaactca tcacttcagg gggagatgaa tgctttcatg agaaattaca ctcataagct 2580 

266 aagcatcagt tttgagtaaa atttgagtag atgttaaata tgaacatttt atacctctta 2640 

268 ctaatgtccc accgacacct tttaatgtaa gcacatttat ttattaagtt acttgacatt 2700 

270 aaatgettat gtctgtatat tctgttcatc catcgatttt cccaaaaagt aagagcatag 2760 

272 gagatgaggc ctacatgcca agaaaactat aaattttact ctttaattct tacttgagee 2820 

274 agcttgttgt ttatcaagtg cttttttgaa gagacagcac cctgtgaatt cttcattctg 2880 

276 atacagtgtc accttgtatt taacatttgt aatgttgttt caagtttaca tctctttcat 2940 

278 tcttttatag caaatcaaac gtattagctt cagaaattta tcagaagttc atatataaat 3000 

280 attttgeaaa gggtaaaagg cttttttgtt aaataaaata aaatttatta ttttcttctg 3060 

282 atgaatagag gctcttttat getgetgeta atgaacctaa ttagctttaa attatctcct 3120 

2 84 agcaacattg gtcacgtttc aatcatgeta ttagcaaaaa aaaaaa 3166 

287 <210> SEQ ID NO: 3 

288 <211> LENGTH: 398 

289 <212> TYPE: PRT 
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